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WE FOUND
clustering of susceptible children in schools increases risk and persistence of measles outbreaks
• Clustering of susceptible individuals could be the reason why elimination of measles is so hard to
attain.
• Clustering within schools: unvaccinated children may attend the same schools / seek more contact [1,2].
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(an individual-based, stochastic model for the transmission of
infectious diseases)

ESCAPE PROBABILITY DECREASES

5 levels of clustering (0 to 1)
7 values for Ptransmission (0.35 to 0.65 ~ R0 11.4 to 19.2)
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School assortativity coefficient for different clustering levels

Escape probability over a period of 730 simulated days.

FUTURE WORK
• Introduce dynamic population in Stride (births, deaths,
changes in household structure)
• Investigate clustering of susceptible individuals in different
populations (Belgium, other European countries)
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